Supplementary Table 3. Variant calls of TALEN-edited pig CB3

EFF[*].EFF EFF[*]IMP EFF[*].FU EFF[*].CO EFF[*].AA_ EFF[*].BIO EFF[*].CO EFF[*].TRI EFF[*]RA
#CHROM POS REF ALT QUAL FILTER DP Donor a1 CB1 CB3 WT1 WT2 WT3 ECT ACT NCLASS DON EFF[*].AA _LEN EFF[*].GENE TYPE DING D NK Head Note
1 108868252 C CA 12824 229 0/0 0/0 0/0 71 0/1 71 /1 upstream_ MODIFIER NONE n.-1_-linsA -1 SCARNAL7 snoRNA ENSSSCTO -1 #CHROM  Chromosome
1 108868252 C CA 12824 229 0/0 0/0 0/0 71 0/1 71 71 upstream_ MODIFIER NONE n.-1_-linsA -1 SCARNA18 snoRNA ENSSSCTO -1 POS Position
1 108868252 C CA 12824 229 0/0 0/0 0/0 71 0/1 71 /1 intron_vari MODIFIER NONE €.16+1468_16+1469ir -1 ACAA2 protein_coding ENSSSCTO 1 D Identification
1 181967325 T C 4023.92 210 0/0 0/1 0/1 71 71 71 71 intergenic MODIFIER NONE -1 U2-DIS3L -1 REF Reference seq (Sscrofa 10.2)
1 190448139 A G 1167.65 122 0/0 71 0/1 71 71 71 71 intergenic. MODIFIER NONE -1 55_rRNA-U6 -1 ALT Alternative sequence
1 4331864 GT G 2639.01 226 71 71 71 0/0 0/1 71 71 intergenic MODIFIER NONE -1 U6-ENSSSCG00000029213 -1 QUAL Quality
1 12888936 A C 1187.68 143 71 71 71 0/0 0/1 71 71 intergenic. MODIFIER NONE -1 5S_rRNA-TFB1IM -1 FILTER
1 12895941 C T 1841.66 153 71 71 71 0/0 0/1 71 71 intergenic MODIFIER NONE -1 5S_rRNA-TFBIM -1 DP Total depth
1 18073412 C T 1090.23 114 71 71 71 0/0 0/1 71 /1 intron_vari MODIFIER NONE ¢.306+5338G>A -1 PPP1R14C protein_coding ENSSSCTO 1 EFF[*].EFFE Genetic element
1 19883824 C T 1193.87 116 71 71 71 0/0 0/1 0/1 71 intergenic MODIFIER NONE -1 U6-SAMDS -1 EFF[*].IMP. Functional annotation
1 22829783 C T 1504.08 149 71 71 71 0/0 0/1 71 71 intergenic. MODIFIER NONE -1 EPM2A-ENSSSCG00000004123 -1 EFF[*].FUNCLASS
1 35841999 A C 1031.23 127 71 0/1 71 0/0 0/1 0/1 0/1 intron_vari MODIFIER NONE c.58+9077T>G -1 ENSSSCG00000022533 protein_coding ENSSSCTO 1 EFF[*].CODON
1 36919425 CA C 4336.64 222 71 71 71 0/0 0/0 0/1 0/0 intergenic. MODIFIER NONE -1 L3MBTL3-TMEM244 -1 EFF[*].AA
1 37027995 C T 242457 126 71 71 71 0/0 0/1 71 171 intron_vari MODIFIER NONE €.367+1053G>A -1 TMEM244 protein_coding ENSSSCTO 4 EFF[*].AA_LEN
1 39516877 C CA 3080.19 243 71 71 71 0/0 0/0 71 0/0 intergenic. MODIFIER NONE n.null_nullinsA -1 KIAAQ408-ENSSSCG00000004216 -1 EFF[*].GENE
1 44700398 A T 1051.44 132 71 71 71 0/0 0/1 71 71 intergenic MODIFIER NONE -1 ENSSSCG00000025075-U6 -1 EFF[*].BIOTYPE
1 56505569 AT A 263213 212 71 71 71 0/0 0/1 0/1 0/0 intron_vari MODIFIER NONE €.2398-1185delT -1 COL19A1 protein_coding ENSSSCTO 36 EFF[*].CODING
1 65193052 TG T 6720.31 225 71 71 71 0/0 0/1 71 0/1 intergenic MODIFIER NONE n.null_nulldelTTG -1 BACH2-MAP3K7 -1 EFF[*].TRID
1 69551945 G GT 41144 234 71 71 71 0/0 0/0 71 0/1 intergenic. MODIFIER NONE n.null_nullinsT -1 ENSSSCG00000018695-Ub -1 EFF[*].RANK
1 74070222 A C 1754 143 171 71 71 0/0 0/1 71 0/1 intergenic MODIFIER NONE -1 U6-POU3F2 -1 A Not called
1 78454868 C T 1234.95 140 /1 /1 /1 0/0 0/1 /1 0/1 intergenic MODIFIER NONE -1 GRIK2-HACE1 -1 0/0 Homogeneous to REF
1 91022831 T TA 4152.75 224 171 71 71 0/0 0/1 71 0/1 intergenic. MODIFIER NONE n.null_nullinsA -1 HS3ST5-FRK -1 0/1 Heterogeneous to REF
1 91041942 A AT 4448.04 255 /1 /1 /1 0/0 0/1 /1 /1 intergenic MODIFIER NONE n.null_nullinsT -1 HS3STS5-FRK -1 1/1 Homogeneous to ALT
1 92085699 G GTGTA 1024224 263 71 71 71 0/0 0/1 71 0/1 intergenic MODIFIER NONE nnull_nullinsTGTA -1 TSPYL1-DSE -1
1 98926610 AT A 4326.06 214 71 71 71 0/0 0/1 71 71 intergenic MODIFIER NONE -1 IRAK1BP1-HTR1B -1
1 101219056 CA C 1316.36 185 71 71 0/1 0/0 0/1 71 71 intron_vari MODIFIER NONE €.151-2454delT -1 SENP6 protein_coding ENSSSCTO 1
1 104051164 C T 1142.16 137 71 71 71 0/0 0/1 71 0/1 intergenic MODIFIER NONE -1 ENSSSCG00000025743-SETBP1 -1
1 105792014 ATT A 1996.96 186 71 71 71 0/0 0/1 71 0/1 upstream_ MODIFIER NONE €.-160_-160delAA -1 ENSSSCG00000021219 protein_coding ENSSSCTO -1
1 105792014 ATT A 1996.96 186 71 71 71 0/0 0/1 71 0/1 intergenic MODIFIER NONE n.null_nulldelTT -1 ENSSSCG00000021219-PSTPIP2 -1
1 106239793 T TG 1629.37 115 71 71 71 0/0 0/1 71 0/1 intergenic MODIFIER NONE n.null_nullinsG -1 C180rf25-ENSSSCG00000004501 -1
1 106633037 T C 1196.95 132 71 71 71 0/0 0/1 71 71 intergenic MODIFIER NONE -1 ENSSSCG00000004503-SMAD2 -1
1 129393918 G T 13135 157 171 71 71 0/0 0/1 71 0/1 intergenic MODIFIER NONE -1 RSL24D1-UNC13C -1
1 129403454 A C 117045 153 71 71 71 0/0 0/1 71 0/1 intergenic MODIFIER NONE -1 RSL24D1-UNC13C -1
1 160968012 T TA 5489.87 197 71 71 71 0/0 0/0 71 71 upstream_ MODIFIER NONE n.-1_-1insT -1 ENSSSCG00000025864 miRNA ENSSSCTO -1
1 160968012 T TA 5489.87 197 71 71 71 0/0 0/0 71 /1 intergenic MODIFIER NONE n.null_nullinsA -1 ENSSSCG00000025864-ENSSSCG00000004854 -1
1 248790454 A G 3767.44 208 171 71 71 0/0 71 0/1 171 intron_vari MODIFIER NONE €.169-20018A>G -1 FXN protein_coding ENSSSCTO 1
1 248790454 A G 3767.44 208 71 171 71 0/0 71 0/1 /1 intron_vari MODIFIER NONE ¢.-10+44162A>G -1 TIP2 protein_coding ENSSSCTO 2
1 252875103 T TA 3044.49 212 171 71 71 0/0 0/1 171 171 intergenic MODIFIER NONE n.null_nullinsA -1 ALDH1A1-ANXA1 -1
1 266243714 C T 6974.13 355 71 171 71 0/0 0/0 71 /1 intron_vari MODIFIER NONE c.-7+18761G>A -1 ENSSSCG00000005350 protein_coding ENSSSCTO 2
1 273804829 C T 1701.83 151 171 171 171 0/0 0/1 171 1/1 intergenic MODIFIER NONE -1 CYLC2-ENSSSCG00000005403 -1
1 287822953 C A 1043.66 154 71 71 71 0/0 0/1 0/1 71 intergenic MODIFIER NONE -1 ENSSSCG00000005494-PAPPA -1
1 288065563 G C 1054.71 150 171 171 71 0/0 0/1 171 171 intron_vari MODIFIER NONE €.3154-8142G>C -1 PAPPA protein_coding ENSSSCTO 11
1 288065630 G A 1034.03 146 71 71 71 0/0 0/0 71 /1 intron_vari MODIFIER NONE €.3154-8075G>A -1 PAPPA protein_coding ENSSSCTO 11
1 288527785 T C 1045.95 151 171 171 171 0/0 0/1 171 /1 intron_vari MODIFIER NONE  ¢.864-3840A>G -1 ENSSSCG00000005502 protein_coding ENSSSCTO 8
1 288530920 G A 1167.11 177 71 71 71 0/0 0/1 71 /1 intron_vari MODIFIER NONE €.864-6975C>T -1 ENSSSCG00000005502 protein_coding ENSSSCTO 8
1 288625127 A G 1030.65 157 171 171 171 0/0 0/1 171 171 intron_vari MODIFIER NONE €.546-52607T>C -1 ENSSSCG00000005502 protein_coding ENSSSCTO 6
1 288625130 A G 1064.2 159 71 71 71 0/0 0/1 71 /1 intron_vari MODIFIER NONE €.546-52610T>C -1 ENSSSCG00000005502 protein_coding ENSSSCTO 6
1 288630610 A G 1341.85 149 171 171 171 0/0 0/1 171 /1 intron_vari MODIFIER NONE  ¢.546-58090T>C -1 ENSSSCG00000005502 protein_coding ENSSSCTO 6
2 8371729 CCA C 1468.89 210 0/0 0/1 0/1 71 71 71 0/1 intergenic MODIFIER NONE n.null_nulldelCA -1 ZBTB3-TTC9C -1
2 14567383 A G 157891 135 0/0 0/0 0/0 171 171 /. /1 intergenic. MODIFIER NONE -1 ENSSSCG00000024728-ENSSSCG00000014530 -1
2 19127176 T C 3059.78 258 0/0 0/0 0/0 71 71 71 0/1 intergenic MODIFIER NONE -1 TSPAN18-CD82 -1
2 62515493 A C 1898.26 180 171 171 171 0/0 0/1 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000025219-ENSSSCG00000030221 -1
2 63512197 T C 1262.61 129 71 71 71 0/0 0/1 0/1 71 intergenic MODIFIER NONE -1 ENSSSCG00000028596-ENSSSCG00000013800 -1
2 64090224 C T 2046.19 193 1 1 1 0/0 0/1 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000030169-ENSSSCG00000025816 -1
2 67265991 AT A 3801.14 236 71 71 71 0/0 0/0 0/1 71 3_prime_U MODIFIER NONE c.*243delT -1 ENSSSCG00000013715 protein_coding ENSSSCTO 5
2 123359157 C T 1195.68 157 1 1 1 0/0 0/1 1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000014212-KCNN2 -1
2 138528306 A AT 4376.29 216 71 71 71 0/0 0/1 71 71 intergenic MODIFIER NONE n.null_nullinsT -1 CHSY3-HINT1 -1
2 142727197 T A 172093 125 1 1 1 0/0 0/1 1 /1 intergenic. MODIFIER NONE -1 TXNDC15-H2AFY -1
2 152143693 C T 1000.43 133 71 71 71 0/0 0/1 71 71 intergenic MODIFIER NONE -1 NR3C1-ENSSSCG00000029914 -1
2 152147532 G A 1384.87 143 1 1 1 0/0 0/1 1 /1 intergenic. MODIFIER NONE -1 NR3C1-ENSSSCG00000029914 -1
2 154590477 A T 1026.54 147 71 71 71 0/0 0/1 71 /1 intron_vari MODIFIER NONE c.71-73331T>A -1 PPP2R2B protein_coding ENSSSCTO 1
2 155093274 C T 133473 137 1 1 1 0/0 0/1 0/1 /1 intron_vari MODIFIER NONE €.501+420G>A -1 ENSSSCG00000027868 protein_coding ENSSSCTO 5
2 155093277 C T 1341.38 137 71 71 71 0/0 0/1 0/1 /1 intron_vari MODIFIER NONE €.501+417G>A -1 ENSSSCG00000027868 protein_coding ENSSSCTO 5
2 155093507 G A 1499.58 154 1 1 1 0/0 0/1 1 /1 intron_vari MODIFIER NONE €.501+187C>T -1 ENSSSCG00000027868 protein_coding ENSSSCTO 5
2 156156776 GT G 331531 211 71 71 71 0/0 0/0 71 71 intergenic MODIFIER NONE -1 SPINK6-ENSSSCG00000030055 -1
3 25213842 G A 151945 174 0/0 0/1 0/1 1 1 0/1 /1 intergenic. MODIFIER NONE -1 ENSSSCG00000007847-ENSSSCG00000007848 -1
3 27990223 G A 1259.01 155 0/0 0/1 0/1 71 71 0/1 71 intergenic MODIFIER NONE -1 ENSSSCG00000007872-55_rRNA -1
3 29467453 G A 1111.54 208 0/0 0/1 0/1 1 1 0/1 /1 intron_vari MODIFIER NONE €.289+10436G>A -1 CPPED1 protein_coding ENSSSCTO 2
3 32430658 C A 1259.52 132 0/0 0/1 0/1 71 71 0/1 71 intergenic MODIFIER NONE -1 LITAF-ENSSSCG00000028743 -1
3 33134141 C T 1105.93 145 0/0 71 0/1 71 71 0/1 /1 intron_vari MODIFIER NONE c.376+331C>T -1 ENSSSCG00000007901 protein_coding ENSSSCTO 5
3 52550229 T C 1559.23 143 0/0 0/1 0/1 71 71 71 0/1 intergenic MODIFIER NONE -1 MRPS9-ENSSSCG00000026126 -1
3 52550244 T C 1518.25 143 0/0 0/1 0/1 71 71 71 0/1 intergenic. MODIFIER NONE -1 MRPS9-ENSSSCG00000026126 -1
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ZNF423-N4BP1
ENSSSCG00000003361-Clorf174

KDM1A
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